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Supp Figure 4: T cell clonal expansion with SARS-CoV-2 mRNA vaccine.

(A) Pie charts demonstrating aggregate clonal space occupied by top clones (by size) before and after convales-
cence. (B) Stacked bars showing distribution of top clones before and after vaccination in four volunteers. (C-D)
Volcano plots depicting (C) TCRa and (D) TCR gene usage following convalescence (top panel, relative to pre-in-
fection baseline) or vaccination (bottom panel, relative to pre vaccination baseline) at the gene family level. (E-F)
Volcano plots depicting gene usage changes (TCRaf combinations) following (E) convalescence (top panel, rela-
tive to pre-infection baseline) or (F) vaccination (bottom panel, relative to pre vaccination baseline). X axis
represents the change in gene usage and Y axis represents p-value (-log10). Statistical differences were tested
using multiple t-tests. (G) Expanded T cell clones following convalescence. Only the top 10 clones post
SARS-CoV-2 exposure with evidence of clonal expansion following infection are highlighted.
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