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Figure 1. Distributions of SARS-CoV-2 PCR cycle threshold (Ct) values at the time of testing do not
differ by vaccination status. N1 PCR Ct values for SARS-CoV-2-positive specimens grouped by
vaccination status. Boxplots represent mean N1 Ct values +/- one standard deviation. P-values were
calculated by comparing mean Ct values between the groups by Welch two-sample t-test.
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Figure 2. Infectious virus detected in nasal swab specimens from unvaccinated and fully vaccinated
cases with Ct values < 25. Infectiousness was determined by the presence of cytopathic effects (CPE)
after 5 days of replication in Vero E6 TMPRSS2 cells. Specimens with visually apparent CPE under a
light microscope are represented by filled circles, and specimens without apparent CPE are
represented by ‘X’
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Figure 3. Symptom status does not affect distributions of SARS-CoV-2 PCR cycle threshold (Ct) values
at the time of testing in vaccinated vs. unvaccinated persons. A) N1 Ct values for SARS-CoV-2-positive
specimens grouped by vaccination status for symptomatic, asymptomatic, and unknown symptom
status cases. Boxplots represent mean N1 Ct values +/- one standard deviation. P-values were
calculated by comparing mean Ct values between groups by Welch two-sample t-tests. B) Density
distributions of unvaccinated and vaccinated specimen collection dates by day since symptom onset.
Day 0 on the x-axis denotes self-reported day of symptom onset. Negative values for days indicate
specimen collection prior to symptom onset. Symptom onset data were available for n=249
unvaccinated cases and n=222 vaccinated cases.
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